
 

Supplemental Figure S1-S8:  

S1: Western blot analysis of two different polyclonal asymmetric dimethyl arginine 

methylation (ADMA) antibodies F8216 and BL8241 

S2: Western blot analysis of arginine methylation antibodies with different blocking 

peptides 

S3: Beta-actin signal and Coomassie staining of untreated (-) and AdOx treated (+) 

HCT116 lysates used in western blot analysis of methylation antibodies. 

S4: Representative MS/MS spectra of methyl peptides 

S5. Motif analysis of ADMA sites identified by two different ADMA antibodies 

S6:  Venn diagram of overlapping sites identified by different arginine methylation 

antibodies 

S7: Dimethyl lysine antibody specifically enriches dimethyl lysine peptides 
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Supplemental Figure 1.
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Fig.	  S1.	  Western	  blot	  analysis	  of	  two	  different	  polyclonal	  asymmetric	  dimethyl	  arginine	  methyla-‐
tion	  (ADMA)	  antibodies	  F8216	  (A)	  and	  BL8241	  (B)	  using	  lysates	  from	  CARM1	  wt	  and	  knockout	  
(KO)	  MEF	  cells,	  and	  lysates	  from	  PRMT1FL/-‐ER-‐Cre	  MEFs	  with	  (+)	  and	  without	  (-‐)	  OHT	  (tamoxifen)	  

cells	  (PRMT1FL



Supplemental Figure 2.
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Fig.	  S2.	  Western	  blot	  analysis	  of	  arginine	  methylation	  antibodies	  with	  different	  blocking	  peptides.	  



Supplemental Figure 3.
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Fig.	  S3.	  



Supplemental Figure 4.
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M T G S S G G D R* G G F K  

*  Monomethyl  TAF15  

(R203)  

[M+2H]
obs  
=  635.7952  

[M+2H]
act    
=  635.7959  

Mass  error  =  1.1  ppm  
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*  Monomethyl  DDX17  (R684)  

[M+2H]
obs  
=  735.3521  

[M+2H]
act    
=  735.3526  

Mass  error  =  0.7  ppm  
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*  asymmetric  dimethyl  

TAF6L  (R693)  

[M+3H]
obs  
=  785.0828  

[M+3H]
act    
=  785.0828  

Mass  error  =  0.0  ppm  
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*  asymmetric  dimethyl  

CTBP2  (R22)  
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=  672.6925  

Mass  error  =  0.7  ppm  
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*  dimethyl  HSC70  (K561)  

[M+2H]
obs  
=  722.3934  

[M+2H]
act    
=  722.3937  

Mass  error  =  0.4  ppm  
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Fig.	  S4.	  



Supplemental Figure 5.
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Supplemental Figure 6.
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(Oliveros,	  J.C.	  (2007)	  VENNY,	  An	  interactive	  tool	  for	  comparing	  lists	  with	  Venn	  Diagrams.	  

http://bioinfogp.cnb.csic.es/tools/venny/index.html.



Supplemental Figure 7.
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Supplemental Figure 8.
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Fig.	  S8.	  Assessment	  of	  variance	  between	  technical	  replicates.	  (A)	  Peptide	  intensity	  CV	  distribution	  among	  
technical	  triplicate	  IAP-‐MS	  runs	  of	  MMA	  antibody-‐enriched	  methyl	  peptides.	  The	  median	  %CV	  across	  

-‐
cates	  using	  the	  same	  batch	  of	  peptides	  and	  same	  batch	  of	  antibodies	  processed	  in	  parallel	  and	  run	  subse-‐


